Isolation
and Structure of Peptaibolin, a New Peptaibol from Sepedonium Strains Sir: In the course of a screening aimed at new metabolites, we used electrospray mass spectrometry (ESI-MS, CID-MS/MS)1,2) for the detection of linear peptides and report the isolation and structure elucidation of peptaibolin (1, Fig. 1 ) as an unusual representative of the peptaibol family of lipophilic antibiotics. (1). Table 1 . Physico-chemical properties of peptaibolin (1).
Fig. 2. ESI-CID-MS/MS fragmentation pattern of 1 ([M+H]+: m/z 590).
[M+H]+ (calculated 590.3918 for C31H52N5O6). During electrospray ionization mass spectrometry (triple quadrupole mass spectrometer Quattro 400; VG Biotech; Altrincham, U. K.) and collision-induced dissociation (CID-MS/MS, argon as target gas) of m/z 590 ([M+H]+) a series of diagnostic daughter ions was generated suggesting the sequence of the amino acids as shown in Fig. 2 . Finally, the structure of peptaibolin was confirmed unambiguously by one-and two-dimensional NMR experiments (COSY; 13C, DEPT, HMBC, HSQC, NOESY; Bruker Avance DRX 500, Rheinstetten, Germany; Table 1 .). The 13C NMR spectrum displays five carboxyl signals and six additional carbons attributable to an aromatic ring which is monosubstituted according to the 1H, 1H coupling data. The aliphatic 3J
H,H couplings suggested the presence of several -CH-(CH3) 2, -C(CH3)2 and -CH-NH groups. Conclusive evidence for the chemical constitution of 1 was obtained from the HMBC spectrum of 1 (Fig. 3) . 
